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1. Purpose

This device manual describes in detail the process of using GeneProof PCR kits for microbiological DNA diagnostics with
the following devices: LightCycler” 480 and LightCycler” 480 Instrument I.

2. PCR Reaction Preparation

1. Add 30 pl of MasterMix and 10 pl of DNA isolate or 10 ul of Positive Control into the tube in case of qualitative
detection or 10 pl of calibrators in case of quantitative detection. The final reaction mix volume should be 40 pl.
2. Close the tubes, centrifuge shortly, insert into the device and start the PCR test.

3. Device Programming

When using the GeneProof PCR kits for the first time it is necessary to program the amplification profile and save it as a
template. During subsequent uses of the GeneProof PCR kits start from chapter 4. PCR Amplification Start. The
software remembers the saved settings.

3.1. Software Start

1. Start LightCycler’ 480 Software.
2. Click New Experiment in the main window.

- LightCycler® 480 Software release 1.5.1.62

Version 1.5.1.62

Creati

‘»P;ale Type:

® White Plates
() Clear Plates

New Experiment from Macro

—
—

Relative Quantification

SEccs@ Be

Melt Cuwrve Genotyping

Absolute Quantification

——

Fig. 3.1 New Experiment

3. Window for setting the experiment will be displayed.
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3.2. Experiment Programming

1. Set 3 Color Hydrolysis Probe in the Detection Format field. Enter 40 pl in the Reaction Volume field.

Experi- Run Protocol | Data | Run Notes |
ment Setup-
Detection Format Ia Color Hydrolysis Probe j Block Size IEE Plate IDI Reaction Volume |40 El:
Subset
Color Comp ID | Lot No Test D |
Programs
Sample Program Name Cycles Analysis Mode
Editor o
» Program 1 *|Hone -
Report
Temperature Targets
@ Target (°C) Acquisition Mode Hold (hh:mm:ss) Ramp Rate (°Cls)  Acquisitions (per °C) | Sec Target (°C)  Step Size (°C)  Step Delay (cycles)
>95 *|None ~|00:00:01 “la,a = o o ={o <
Overview
100H
rH
5 ool
2 o
g EH
2 5o
40
a0
T T S
Estimated Time [h:mm:ss)

Apply
hd End Program + 10 Cycles Start Run

Fig. 3.2 Experiment Setting
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2. Set the UDG decontamination step. Enter UDG decontamination in the Program Name field of the Programs
window, enter 1 in the Cycles field and enter None in the Analysis Mode field. Enter 37 in the Target (°C) field in the
Temperature Targets window, enter None in the Acquisition Mode field and enter 00:02:00 in the Hold (hh:mm:ss)

field; leave other items without any changes.

3. Set the initial denaturation step. Click + to add a new step in the Programs window. Enter Initial denaturation in the
Program Name field, enter 1 in the Cycles field and enter None in the Analysis Mode field. Enter 95 in the Target (°C)
field in the Temperature Targets window, enter None in the Acquisition Mode field and enter 00:10:00 in the Hold

(hh:mm:ss) field; leave other items without any changes.

4. Set the PCR program. Click + to add a new step in the Programs window. Enter PCR in the Program Name field, enter

45 in the Cycles field and enter Quantification in the Analysis Mode field.

Enter 95 in the Target (°C) field in the Temperature Targets window, enter None in the Acquisition Mode field

and enter 00:00:05 in the Hold (hh:mm:ss) field; leave other items without any changes.

Click + in the Temperature Targets window to add an additional program step. Enter 60 in the Target (°C) field,
enter Single in the Acquisition Mode field and enter 00:00:40 in the Hold (hh:mm:ss) field; leave other items
without any changes. The program will automatically determine the optimum Ramp rate value.

Click + in the Temperature Targets window to add an additional program step. Enter 72 in the Target (°C) field,
enter None in the Acquisition Mode field and enter 00:00:20 in the Hold (hh:mm:ss) field; leave other items

without any changes.

Run Protocol ‘ Data ‘

Run Notes ‘

= Setup-
Detection Format IE Color Hydrolysis Probe j Block Size I 6 Plate IDI Reaction Volume 40 El:
Subset
Color Comp ID | Lot No Test D |
Programs
> -
I Program Name Cycles Analysis Mode
@ UDG dekontaminace 1 ~{None -
Pocatecni denaturace = None -
»| PCR 45 2| Quantification -
: (e
Program Temperature Targets
Target (°C) Acquisition Mode Hold (hh:mm:ss) Ramp Rate (°C/s) | Acquisitions (per °C}  Sec Target (°C) = Step Size (°C) | Step Delay [cycles)
95 *{None 00:00:05 14,4 = 0 o o
60 */single 00:00:40 2,2 2 0 o o
»—zz *{None ~|oo:00:20 14,4 = o o o
Overview

| A et

1453 05632 10742 11841 T8

Estimated Time (h:mm:ss])

0:00.00 R 02328 0343

Apply
v

Fig. 3.3 Ampilification Profile Setting

Manual © GeneProof a.s. 5/19

www.geneproof.com



GeneProo

Molecular diagnostics for your routine

5. Use the arrow next to the Apply Template button in the lower left section of the screen to open a menu, select Save
As Template and save it as GeneProof DNA PCR into the Run Templates folder.

Experi- Run Protocol |

Data

Run Notes |

E Block Size |22 Plate ID |

Reaction Volume |40 El:

Subset

Editor Color Comp ID I Lot No

Test D |

o
’7Deleclion Format |3 Color Hydrolysis Probe

Programs
53"_“"9 Program Name Cycles Analysis Mode
Lo @ UDG dekontaminace 1 2 Hone -
Pocatecni denaturace 1 *|None -
»|ECR 45 *lQuantification -
“
Report
Save Template ——
les)
E-22] Root A
B-[] din M =
-] Experiments S
-] Macros l =

-] Preferences

] Special Data

B[] Templates
o) Analysis Templates
-] Repon Templates
[SBE] Fiun Templates

Name |Geneprocf DNA PCR

Temperature (°C)|
o
2

s A A A AR R A

0:06:00 01234 0:23:26 0:34:38

145:35 056:32
Estimated Time (h:mm:ss)

1.07:42 116:41 1:25:37 14048

o [V

A L

Fig. 3.4 Save Template

LightCycler® 480
LightCycler® 480 Instrument I

el

‘on 20.7.2015 7:51:25 Instrument Warm Up. This mav take several minutes.

[ End Program ][ +10 Cycles }[ Start Run ]

www.geneproof.com
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4.1. Open Saved Template

Create Experiment from Temxlabe

4. PCR Amplification Start

1. Start LightCycler® 480 Software.
2. Select New Experiment from Template in the initial screen. Select GeneProof DNA PCR in the menu.

GeneProo
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When using the GeneProof PCR kits for the first time it is necessary to program the amplification profile and save it as a
template (see chapter 3. Device Programming). The software will remember the saved settings for subsequent
GeneProof PCR kits uses.

~Run Temp

Name

Creation Date

—Experi Ci

Mono Color Hydrolysis Probe - UPL P

/Roche/Templates/Run Templates/Syst

.20.2007 16:32:53.570

SimpleProbe 96-I1

/Roche/Templates/Run Templates/Syst

.20.2007 15:53: 123

SYBR Green I 96-1I1

/Roche/Templates/Run Templates/Syst

.20.2007 15:54: .591

Plate Type
(® White Plates
() Clear Plates

Elisabeth CMV

/zlin/Templates

.13.2013 11:23: -160

HPV (Gali)

/zlin/Templates

.25.2014 11:04: .295

elisabeth urea+myho

/zlin/Templates/Run Templates

.20.2014 14:20: .681

Elisabeth_ParvoB19
Geneproof DNA PCR

/zlin/Templates/Run Templates
/zlin/Templates/Run Templates

.13.2013 11:23: .281
.20.2015 08:10

—
S

New Experiment from Macro

Creation Date

r Tasks

Sample Editor Te

Name

Creation Date

Fig. 4.1 Open Template

Manual © GeneProof a.s.
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4.2, Creating Subsets and Sample Editing

Separate samples into groups according to the examined pathogens to make orientation in the sample layout on the
plate easier.

1. Select Subset editor in the left bar.
2. Use + in the lower section of the Subsets window to add a new subset and assign a name to this subset.
3. Ctrl-click to select appropriate samples in the plate schema and click Apply in the lower section to confirm.

- Subsets —CMV setting;
ID Name |Analysis |Report |
1 A1l Samples
2 HBV

subeet |

Editor

Report

LI KN [+
Fig. 4.2 Creating Subsets
LightCycler® 480 www.geneproof.com
LightCycler™ 480 Instrument Il 8/19
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4, Select Sample editor in the left bar to assign names to the individual samples.
5. Select the appropriate subset in the drop-down menu of the Step 2: Select Samples window.
6. Enter the sample name in the Sample Name column of the sample table.

- Step 1: Select Workfl Select Filter Combinati Abs Quant
??:Q"ﬂ"l ;::?G"::; ;éﬁ:‘g:ﬂnpc"'°'c°m" {F 465510 |7 533580 ¥ 616.660 ’7Unils [
. r Step 2: Select Samples———— Pos | Color | Repl Of Sample Name :
swee 5] @LORB| D | m :
Samplel T 23456 (7 89 ACHZ 0| W 3
Ffitor | gl ] Y] B
o | -
. CECECrCCr o | W s
;I Dé 6
EEmEEEEmEEEE T ol W i
I o 58 s
Report = os | W B
L o ~f pio| W 10
pi1| W PK
ISamplE Name =l »| D12 _
21 @2 @3
@1 @5 Os
@7 Os @o
@ 1 @ Pk |0 nk
r Step 3: Edit Properties———
Sample Name

Fig. 4.3 Sample Description

Manual © GeneProof a.s. 9/19 WWW.gen epI’OO_f. com



GeneProo

Molecular diagnostics for your routine

For quantitative analysis only

7. Check Abs. Quant. in the Step 1: Select Workflow window. A table with samples and other parameters displays on
the right.

8. Select Standard in the Quantification Sample type column of the positions containing calibrators for channel FAM
465-510 (in case of 3-channel detection also for the Cy5 618-660 channel) and enter the calibrator concentration into
the Concentration field.

 Step 1: Select Workfl, Select Filter Combinati Abs Quant-
(+ Abs Quant ( RelQuant ( Scanning ( Color Comp .
I 465510 [ 533.580 [ 618-660 Units Ii
" Tm (" Melt Geno (" Endpt Geno
- Step 2: Select Sampl; Pos Filter Color Repl Of | Sample Name | Quantification | Concentration =
binati Sample Type
-c’“l“‘e'-'lcMV | .@.. D1 Fam (465-510| [ 1 Standard 1,00E4
Semlel A (a3 (a5 (g (7 [e(s[M0riliz o1 vic / mEx / | 1 Unknown
o I p1cys/cys. 1 Standard 1,00E4
I = D2 FaM (465-510( [l z Standard 1,00E3
I I I 4
- | oz vic 7/ iEX / | [l H Unknown
D2 cys/cys. z Standard 1,00E3
[ D3 FaM (465-510( I 3 Standard 1,00E2
Report -~ p3 vic / HEX / | [ 3 Unknown
] < | o] Ji D3lcy 5/ cy 5. M 3 Standard 1,00E2
» D2 FaM (465-510| [l 4 ~|1,00E1
[ouantification sample Type | D vic / EEX / | [ 4 Unknown )
Ds cy 5/ cy 5.| M 2 |Pns1|:?va Control/Calibrator
D5 Fmt (465-510 [ B Negative Control
ps vic / EEX / | 5 nEncwa
D5 cy 5 / cy 5. 5 Unknown
D6 FAM (465-510 6 Unknown
Cannot show colors with el Is selected D6 |VIC / HEX / 6 Unknown
D6 Cy¥ 5 / C¥ 5. 6 Unknown
D7 FaM (465-510( 7 Unknown
o7 vic / EEX / | 7 Unknown
p7 cy 5/ cy 5. T Unknown
D3 FEM (465-510 [ Unknown
D8 VIC / HEX / [ Unknown
r Step 3: Edit Abs Quant Properti D& Cy 5 / Cy 5. 8 Unknown
G e Do FaM (465-510( E Unknown
P pe vic / EEX / | 9 Unknown
Fr:pke M= o N ps cy 5/ cy 5. M g Unknown
P P" "m"::o JCalib egative Control D10 EAM (465-510( [ 10 Unknown _
c S:E;Wd C"tm 1'{"’“’"— it CHIE D10 VIC / HEX / | [l 10 Unknown
naar oncentration uto urve Dl0Cy 5 / C¥ 5. . 10 Unknown
D11 FaM (465-510( [l EE Unknown
ke || | o:ivic /e | m o= mkmovn
- = El

Fig. 4.4 Calibrators Settings

LightCycler® 480 www.geneproof.com
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4.3. Start Experiment

It is necessary to save the experiment to the required location using the

starting the device.

GeneProo
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(floppy disk) button on the right bar before

Save LightCycler® 480 Experiment

=2 Root
B 2lin
-] Expstiments
i E-[ ] GeneProat Validace
| WYSLEDKY
] Vysledky ixo od 16.5.2013

g 1.4.2015 CMY I5E% 143527
@ 1.4 2M515EX Py 154358, FIl 153718, AC 154500, CT 154502, P&l 154386
' {g 1.7.2014 Parvo B19 C041205

{g 1.10.2014 ISEX HEV 141901, MT 142484, HSW1 142047, H5W2 142263, Chy 142040, V2V 141623, CHP 130708, CHT 140334

Name |YY‘M:MDD Experiment

c)

Fig. 4.5 Save Experiment

1. Select Experiment in the left bar.

2.In the lower right corner click Start Run to start the experiment.

Experi- Run Protocol Data | Run Notes
ment Setup-
Detection Format IS Color Hydrolysis Probe j Block Size |_=€ Plate IDI Reaction Volume 40 El:
Subset
Color Comp ID | Lot No TestID |
Programs
53":'["9 Program Name Cycles Analysis Mode
s @ }|UDG dekontaminace 1 *|None -
Pocatecni denaturace 1 *|None -
PCR a5 *{Quantification -
Report
UDG dekontaminace Temperature Targets
@ Target (°C) Acquisition Mode Hold (hh:mm:ss) Ramp Rate (°C/s) = Acquisitions (per °C) | Sec Target (°C) Step Size (°C) Step Delay (cycles)
>37 *{None ~|o0:02:00 “la,4 = o o >lo =
e
Overview
10H
an
Q‘ ar
£ ) [
E‘ BiH
I 50
4rH
3
0.00:00 01234 02526 03436 04535 05832 107.42 11841 12337 14048

Estimated Time (h:mm:ss]

Apply
v

Fig. 4.6 Start Experiment

Manual © GeneProof a.s.
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You can watch the experiment progress on the Data tab.

Experi- Run Protocol | Data Run Notes

ment e
Running 3 program(s)... Program 3 of 3 (PCR), cycle 19 of 45.

Subset: IAll Samples B ....
Fluocrescence History
9

102 |3 |4 (5|6 |7 |8 10 |11 |12

pE————————————————

T|o(n|me|lo|m| >

e ———
g 350
g 300
| £
= 20.H —
Report £ oenl
10, — _ =
1345 1715 2228 2742 3256 309 4323
Time [(h:mm:ss)
(1
m LI L Temperature History
Samples o H i
Color| Pos |Name | . os
B 2 sSample 1 a0l
B 22 sample 2 e
B 23 sSample 3 -
B 22 sample 4 ol
B 25 sample S 3 0
A6 Sample 6 E e
B 27 Sample 7 E o
A8 Sample 8 £ o
Bl 29 Sample 9 -
B 210 Sample 10 i
Il 211 Sample 11 o]
212 Sample 12 35_}_1
Il 3. sSample 13
Il 32 sample 12 ‘ i . . . . . . .
M 53 Sample 15 000 253 719 12.23 1805 2347 23:30 3513 4055
I 3¢ semple 16 LI Time [h:mm:ss]
Color Comp
o™ | () (=)
[ ]

Fig. 4.7 Experiment Progress

LightCycler® 480 www.geneproof.com
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5. Result Analysis and Detection Evaluation

PCR detection end is announced by the Run complete... message in the upper left corner of the software window.

5.1. Detection Analysis of the Studied Microorganism

1. Use the Analysis button in the left bar to display the analysis menu.
2. Click Abs Quant/Fit Points in the Create New Analysis window.

Analyses IOverview

— Create Hew Analysis

Ahs Quant/Znd Derivative Max

ibz Quant/Fit FPoints

Advanced Relative OQuantification
Basic Relative Quantification
Color Compensation

Endpoint Genotyping

Melt Curve Genotyping

. T Calling
Analysis

- [HER ]

Fig. 5.1 Analysis Selection

3. Select a subset for analysis in the Subset row of the newly opened window. You can assign a name to the new
analysis in the Name row.

Create new analysis

Analysis Type *Im:us Quant/Fit Foints j
Subset *lHBv j
Program *IPCR j
Name *I.ﬂ,hs tumant/Fit Points for HEV

123456?391011125

Fig. 5.2 Subset Selection

Manual © GeneProof a.s. 13/19 WWW.gen epI’OO_f. com
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4, An analysis window is displayed. Select the appropriate color-compensation for FAM and HEX channels. Click Color
Comp to open the In Database menu.

Cycle Range | Noise Band Analysis

Amplification Curves

83733

81,733

73733

65,733

57.733{

43733

1.733{

Fluorescence (465-510)

33733

25,733

17,733

9733

1733

T2 3 & 5§ 6 7 & 9 0 11 12 135 14 15 15 17 18 19 20 31 22 23 24 25 2% 27 20 29 30 3 32 3 3 B 3B 3 B W\ 40 4 42 4 4 &b
Cycles

I - < Background
Coteutat e ‘v Filter Comb N ([, 0
alculate | 165,510 se Efficiency

In Use

=

v

In Database

Fig. 5.3 Color-compensation

5. Select Universal CC FAM (510) - VIC (580) color-compensation and confirm.

Color Compensation

Awvailable Color C
Name | Path

Universal CC FAM({510)-Yellow555(580) fRoche/Special Data/Universal CCC Chjects

Fig. 5.4 Color-Compensation Selection

6. Check FAM and HEX channels in the Color Compensation Channels window and confirm.

Color Compensation Channels

Select channels to compensate.

M FAM (465510)
¥ VIC / HEX / Yellow555 (533-580)
O cy5 /7 Cy 5.5 (618-660)

Fig. 5.5 Color-Compensation Channels Selection

LightCycler® 480 WWW.gen ep I’O O_f. COm
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7. Click Filter Comb in the lower row to open the channel menu for analysis. Select the FAM channel. (When using a 3-
channel detection kit repeat the above-described procedure also for the Cy5 channel)

Filter Combination

FAM (465-510)
VIC / HEX / YellowS55 (533-580)
Cy 5/ Cy 5.5 (618-660)

Fig. 5.6 Analysis Channel Selection

8. Switch to the Noise Band tab. Set the Noise Band button to NoiseBand (Fluorescent). Use the mouse cursor to move
the red line above the base noise of the reaction.

Cycle Range Noise Band Analysis
Ampifeation curves
1.0E1
g
H
§
!
2
106
2 3 4 5 & 7 & & 1 N 1z 13 14 15 16 17 18 13 2 A 22 2 24 K/ & 27 2 23 0 A w2 B M F % 3 % 3\ 40 41 L2 43 4 &
Cycles
. " Noiseband
STD Multiplier 10.918 Noise Band |1.0169 ()
Color Comp Filter Comb N )
Calculate [ (0n) HV][ 165510 Use Efficiency | Mean v
]

Fig. 5.7 Noise Band Setting
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9. Switch to the Analysis tab. Use the mouse cursor to move the Threshold red line above the beginning of the curves to
intersect all the curves. Click Calculate in the lower row.

Cycle Range ‘ Noise Band Analysis ‘

Amplification Curves

Fluorescence (465-510)

10E1 / 7
/

y
A T T

2 3 4 5 & 7 & 9 W N 12 13 14 15 16 17 18 13 M A 22 23 24 K 26 2 2B 22 3M I} 32 B M F 3B I¥ B/ W\ M0 4§ L2 43 4 &
Cycles

[*"Show Fit Points  Fit Points 23: - Threshold [1.0152

1.0E0

r——
[ g
Standard Curve

]

s

&

o Efficiency =2

g

g

S

0
Log Concentration

Fig. 5.8 Threshold Setting

10. Samples evaluated as positive will turn red, negative samples will turn green.

Click the separator H between the sample table and the chart to display an extended preview of the plate with positions
of positive and negative samples and Cp values in a table.

e 180D

tion: Uniwecsal CC FANM{S510j-VIC(S60) [465-510,533-560)
3 I 4 I 3 I [ I

Samok | @ Sample name: Sampl: |
i

I 3 I g T 10 I il T 7
Sampl | @ Sample name: Sampl | Sampic name: Sampk | @ Sample name: Samph

2
L) | 1
Ji= cusae resures El
B Positive [ Megative B Siondand
—_—
Samples [ Results | 5]
Include Color Pus Name | & o | Stand... | Status |
W A Semple 1 z0.85
¥ M A sapie z z0.58
¥ W 1 semple 3 20.72
v W 24 Sesple 4 24.41
¥ M A5 sawple s z3.99
¥ WM i Semple s z4.73
v W A7 Sesple 7 27.56
¥ M o sample s 27.79
v M 18 semple s 27.28
v B 410 Sample 10 32.31
¥ M asasple 11 30.56
¥ W 12 Sample 12 30.60
v W 51 Sample 13 32.61
v m sasple 14 31.65
¥ W B3 Semple 15 32.31
¥ W 54 Sesple 18 32.85 -
¥ M 85 saspie 17 33.87
¥ E 6 Semple 18 .22
¥ M 57 sample 19 24.00
¥ M 58 saspie 20 23.74
¥  H 39 Semple 21 23.81
¥ W P10 Sample 22
v M P11 Sample 23

- |
(%78 £ I [ il O Il =
8 L= .

Fig. 5.9 Extended Preview

LightCycler® 480 www.geneproof.com
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For quantitative evaluation only

Switch the Use Efficiency button in the lower row to Std Curve (In run). Click Calculate to calculate a standard curve
and concentrations of unknown samples.

Cycle Range ‘ Noise Band | Analysis ‘
Amplification Curves
5
2 10E
i
H
2
1,060
17 18 18 £l 21 2 3 E E3 % El E3 ] El El 32 B 3 E3 E3 Ed B ) 40 4 42 43 1 5
Cycles
I~ Show FitPoints Fit Points | 2 =] - Threshold [1.0315

Standard Curve

[
2
£
Enor: 0.0571 S
Eficizncy 2012 o
Slope: 3232 i &
intercspt 3157 § 22
S o)
o

1 H

Lag Concentration

3 4
Colculate ] -.--.-.

Fig. 5.10 Standard Curve

Click the separator H between the sample table and the chart to display Cp values and sample concentrations.

Analyses [ioz Quanc/Tiv Points ror BBV | ....

Informaton [Frogram: PCR, Color Compensation: UALVELSAl C FAN(SLD)-VIC(560) [465-510,533-560

I [ ! [ 10 Il 11 [ 1z

5
0 0 T el | Sarmple narme: Samph @ Semple name: Sampl
D[ Semoks 1me: SHTOH | @ SHmpIe Nome: Samsh | SHIDI Fame: SHmok | SIMDIS e Samph [0 SHmOR name: Sempl

L& = 1
[20s aua 1 el
| Positive [ Hegative [l Standard
Samples Results =

Include Color Pos|Name Cp  Concentration | Stand... | Status

© B AL smmple L 20.95  2.2289

M 22 Sample 2 20.58  2.87E3

F B A Sampic 3 20,72 z.60E2

© M s sample 4 29.41 19682

M 15 Sample s 23.98  2.6EE2

I~ W Ae Sample & 24.73 1.58E02

¥ W A7 smmple 7 27.56  2.1001

~ M 15 Sample s 27.78  1.B6EL

I~ W = Sample 5 27.28 2.65E1

¥ W A0 smmple 10 3291 7.85E-1 £ - Ex

B A Semple 11 30.56  2.68E0 E - Ea

# M A3z Sawpie 12 .60 2.610 x - Ex

¥ W 5L smmple 13 3261 6.39E-1 E - Ext

¥ M B2 sample 14 3165 1.2500 E-En

~ M # Sampic i3 3231 7.90E-1 E-Ex

& W 52 Sample 15 32.86 5.36E-1 E - Ext b1

~ W 85 sample 17 33.87  2.85E-1 E - Ext

~ M 6 Sampic 18 .22 447 E-Ex

¥ M 57 sample 19 29.00  2.63E2

© M e sample 20 29,74 3.18E2

~ M B9 Sampic 21 2381 3.00E2

¥ W 510 Sample 2z

u
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Fig. 5.11 Resulting Concentrations

Perform evaluation, including the pathogen concentration calculation in copies/ml (IU/ml) according to the package
insert of the used GeneProof PCR kit.
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5.2. Internal Standard Detection Analysis

1. Click Filter Comb in the lower row to open the channel menu for analysis. Select the VIC/HEX/Yellow555 channel.
2. Move the red line above the base noise of the reaction in the Noise Band tab.
3. Move the red Threshold line above the beginning of the curves in the Analysis tab. Click Calculate in the lower row.

Perform evaluation according to the package insert of the used GeneProof PCR kit.

Click (floppy disk) to save the evaluated detection. Use the Report button in the left bar to print the final protocol.
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6. Customer Service

We appreciate all our customers and besides high-quality products we provide superior customer service including the
following:

Provision of free PCR kit samples, including demonstration in the customer's laboratory and personnel training
Express deliveries

Quick solution of problems related to the supplied products - service guaranteed within 24 hours from the time of
announcement

Consultations concerning technological and clinical interpretations

To assure the quickest possible solution of any problem we always require the GeneProof PCR Kit users to provide the
following information:

Kit name

Problem definition

Kit lot - specified on the kit package

Used device

File with the examination log from the used device

7. Contact Information

Support and customer care Orders

Phone: +420 543 211 679 Phone: +420 543 211 679
Fax: +420516770824 Fax: +420516770824
e-mail: support@geneproof.com e-mail: sales@geneproof.com
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