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VeriDose® 
DPYD Panel

Accurately Characterize DPYD Activity

Single well multiplex panel for the detection of 9 SNP genotypes associated with 
increased risk of toxicity 

Use as a stand-alone or in combination with other PGx panels  
on the same run, creating workflow efficiencies

Cost effective testing with minimal waste

The Agena Bioscience® Solution

Partial or complete lack of dihydropyrimidine dehydrogenase (DPD) enzyme functionality can increase 
the risk of severe drug toxicity during treatment with fluoropyrimidines (5-FU, capecitabine, tegafur)1. 
Understanding DPYD gene status and its impact on drug metabolism is a rapidly growing focus area  
in clinical research. 

The VeriDose® DPYD Panel targets a set of 9 DPYD variants associated with an increased risk of severe 
toxicity, including the 5 variants recommended by the European Medical Agency2 and the 4 variants  
of primary relevance as noted by the Clinical Pharmacogenetics Implementation Consortium3.
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ASSAY COMPONENTS
Contains all high toxicity risk markers mandated by guidelines plus additional markers of interest.

ORDERING INFORMATION
The assay panel sets are available in both 96 and 384 reaction formats to support varying sample throughput. 

Catalog No. Item # Samples Format

13330F VeriDose DPYD Panel Set – CPM (10x96) 960 96 CPM

13331D VeriDose DPYD Panel Set - CPM (10x384) 3840 384 CPM
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